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The characterization of norovirus genotypes in children in Chongqing
LIAO Yang,et ol
(Department of Gastroenterology ,the Children’s Hospital , Chongging Medical University)

[ Abstract JObjective: To investigate the characteristics of norovirus genotype of children in Chongqing. Methods: Stool specimens of
nonbacterial acute diarrhea with rotavirus antigen-negative were collected from August 2008 to July 2009. Real-time RT-PCR was used to
detect the ORFI-ORF2 junction regions of norovirus. The sequencing fragments of RT-PCR products were blasted in GenBank and
classified. Phylogenetic trees were constructed by the neighbor—joining method. Resulés: 251 of 806 stool specimens were detected for the
norovirus—positive, of which 4 cases belonged to G I group and 247, G Il group. It was most likely to occur in summer (from July to
October)and in 6~12 months children. Among the sub-genotypes of G Il group (108 cases had been genotyped successfully), G II .
4/2006b was dominant, with a constituent ratio of 62.96% (68/108), and G I .3 accounted for 25.93% (28/108); G I .6, 6.48%
(7/108); GI1.2, 1.85%(2/108). Besides, G11.7, GI.12, and G II .13 were also detected. Conclusion: The prevalence of norovirus is
found higher in summer in Chongging, and G I .2006b is the dominant genotype.
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o R A K A Invitrogen 4 7= SuperScript™ Il Plat-
inum™ One-Step Quantitative Kit —E 3 EERANE, M S ul R
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133 NV FHBHEMFM R o RE N KTEB
N/S R HBRFFINHRTEMEEE 2, AT G I BRI
HERF 510 295 bp, #HI T Norwalk/68 5 5 358 (4i#5 ORF2
FRG TR A)~5 652 ZAIMBHERFS, T G T 48K
BHBRF3S 0 282 bp, MM T Lordsdal 55 5 085(4w%5 ORF2
FRLFABIANL A )~5 366 Z MBHATERESIY, FrE 51
Clustal X #E4T EEXT, Bl MRGA4.0 BR443047 51 B2 oSt &
PEAAR 43 i , B F 4B ( Neighbor-Joining, NJ ), boot—
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CoglF flap 5’ -CGYTGGATGCGNTTYCATGA-3’ + . 5291
CoglR flap 5’~CTTAGACGCCATCATCATTYAC- 3’ - 5375
Cog2F flap 5’-CARGARBCNATGTTYAGRTGGATGAG-3’ + 5003
Cog2R flap 5’-TCGACGCCATCTTCATTCACA- 3’ - 5100

Ring la 5’ _FAM-AGATYGCGATCYCCTGTCCA-TAMRA-3’ - 5340
Ring 1b 5’ -FAM-AGATCGCGGTCTCCTGTCCA-TAMRA-3’ - 5240
Ring 2 5’ -FAM-TGGGAGGGCGATCGCAATCT-TAMRA-3’ + 5048
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2008 4E 8 A 98 50 51.02%
2008 £ 9 A 86 34 39.53%
2008 £ 10 A 62 33 53.23%
2008 £ 11 A 36 9 25.00%
2008 4% 12 A 40 3 7.50%
2009 E 1 A 52 7 13.46%
2009 422 A 58 13 22.41%
200943 A 68 19 27.94%
2009 -4 A 57 19 33.33%
200945 A 81 13 16.05%
2009 4F 6 A 84 20 23.81%
2009 4E 7 A 84 31 36.90%
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